Integration of genome-wide association studies with biological knowledge identifies six novel genes related to kidney function by Chasman, Daniel et al.
                                                                  
                                                       
                                                 
                      




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  
                                                              




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  




   
  
       
  
        
   
  
     
     
   
 
  
        
       
  
  
   
  
  
   
 
    
  
   
      
   





    
  
